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Search of lymph node metastasis controlling genes using Lenti-CRISPR-infected
cancer cell in mouse model
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The parental NR-SIM murine oral squamous cell carcinoma cells were serially
in vivo passaged. Then, highly lymph node-metastatic and non-metastatic cell lines were derived from
the same parental cells, and a reliable animal model of lymph node metastasis was established. RNA
was extracted from both cell lines, and comprehensive gene expression analysis by RNA-Seq was
performed to identify candidate factor X for controlling lymph node metastasis. We examined the
correlation between the obtained candidate factor X and lymph node metastasis in esophageal cancer
patients. In addition, we focused on RNA methylation N6-methyladenosine (m6A) and analyzed the
effect of m6A demethylase on lymph node metastasis. The m6A demethylase regulates the growth of
cancer cells and cell cycle analysis revealed that it is essential for the progression from G1 to S

phase.
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