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Comprehensive analysis of plasma-related miRNA in gastric cancer for
establishment of new therapeutic strategy and biomarker.
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Candidate microRNAs related to peri-cancerous stroma were investigated by
comprehensive database analysis and array analysis in gastric cancer. Candidate microRNAs were
further selected based on the results of the array analysis, considering both the comparison between

the cancerous area and the peri-cancerous stroma, and the comparison between the peri-cancerous
stroma and the non-cancerous stroma. A validation study was conducted using multiple tissue samples,
but it is difficult to prove the adequacy probably due to the influence of diversity or
heterogeneity in gastric cancer and stromal tissue. Preliminary analysis was additionally performed
to study optimal approach for distinguishing the cancerous area, the peri-cancerous area, and the
non-cancerous area, and extracting tissue samples.
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