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Altered expression of fucosyltransferases in colorectal cancer
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The present study focused on alﬁhal—G fucosyltransferase, an enzyme
responsible for core fucosylation encoded by FUT8. As the FUT8 gene has recently been identified as
a direct transcriptional target of wild-type p53, we specifically investigated the expression of
FUT8 in conjunction with p53 alterations in colorectal cancer. FUT8 mRNA levels were significantly
decreased in tumors hrboring mutant TP53, compared to those of wild-type TP53. Using
immunohistochemistry, positive expression of FUT8 protein was associated with survival only in
tumors with negative p53, while it had no prognostic impact in tumors with positive p53. Although we
also found that the expression of polypeptide N-acetylgalactosamine (GalNAc) transferase 6 was
significantly decreased in BRAF mutant tumors compared to those of wild-type, the in vitro role of
mutant BRAF in regulation of this enzyme remains inconclusive.
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