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We analyzed polymorphisms of the RAF/RAS gene in patients with colorectal
cancer treated with chemotherapy FOLFOX or FOLFIRI in combination with an anti-EGFR antibody drug
for the treatment of patients with unresectable/advanced recurrent colorectal cancer with wild-type
RAS gene. Subjects were patients with stage I11-1V colorectal cancer (mCRC) who underwent FOLFOX +
CET combination therapy. Three specimens of blood, non-cancer site, and cancer site were provided
from the same patient for the samples used for gene polymorphism analysis. Genomic DNA was extracted

from each and analyzed by the direct sequencing method. As a result of RAS/RAF gene analysis in 13
target patients, RAS (KRAS) mutation type was found in 5 patients (38.5%).
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