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Investigation on the mechanisms of ruptured acute aortic dissection based on
immune response analyses

TANAKA, Masashi
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In 466 patients with acute type A aortic dissection (ATAAD) treated
surgically within 48 hours of symptom onset, patients’ white blood cell (WBC) count differed
significantly in relation to the extent of dissection. With 11,000/p L used as the cut-off value for

WBC count elevation, multivariable analysis showed current smoking (p<0.001, OR:2.79), dissection
extending to the iliac artery (p=0.006, OR:1.79), and age (p=0.007, OR:0.98) to be factors related
to the elevated WBC count.

Total RNA was isolated from the intima-media layer of dissected ascending aorta obtained
intraoperatively from ATAAD patients with unruptured aneurysm (n=5) and with ruptured aneurysm (n
3). Gene expression profiling was performed with mRNA microarrays. Microarray analysis revealed that

816 genes (2.0% of 42,545 probes) were differentially expressed in the rupture group. The top 14

related pathways included inflammatory response, leukocyte migration, leukocyte chemotaxis, and
innate immune response.
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