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Comprehensive exploration of novel biomarkers for lung cancer and prognostic
factors by thoracic lavage fluid metabolomic analysis

Maeda, Junichi

3,600,000

Stage EGFR

This study conducted metabolomic analysis using capillary electrophoresis
time-of-flight-mass spectrometry to analyze lung cancer, including paired tissue and control tissue
samples corrected from identical patients. As expected, upregulated glycolysis was observed in our
data, e.g. the concentration of lactate, an end product of glycolysis, was significantly elevated.
Not only glycolysis, metabolites belonging to various metabolic pathways were simultaneously
quantified. Especially choline was significantly and large fold change between tumor and paired
controls samples. Principal component analyses showed stage-specific difference in overall metabolic

concentration patterns. We also evaluated the effects of various clinical parameters, such as EGFR,
on these data. These data and analyses showed lung cancer specific metabolic aberrance.
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