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Genetic analysis of spinal cord glioma and identification of novel therapeutic
targets
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This study aimed to unveil clinical and genetic profiles of diffuse glioma
and ependymoma in the spinal cord. Thirty cases of astrocytoma and 58 cases of ependymoma treated at
Dokkyo Medical University, Tokyo Metropolitan Neurological Hospital, Osaka City University, or The

University of Tokyo between 2000 and 2016 were included in the study. Diffuse midline glioma,
H3K27M-mutant was diagnosed in 9 cases (30%). They were all high-grade with variable clinical
pictures (age, location, etc). IDH1-R132S mutation was noted in 1 case. WHO grade was significantly
associated with overall survival, whereas H3K27M mutation was not. Clustering of the DNA methylation
data on spinal ependymoma suggested relative homogeneity among WHO grade 2 cases; however,
?Iustgring using probes of HOX cluster genes clearly differentiated them according to tumor

ocation.
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