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Elucidation of the molecular mechanism of invasion and metastasis of human
sarcomas via tumor-derived exosomes and its applicaion to novel therapies.
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Infiltrative tumor growth into adjacent soft tissues is a major cause of the
frequent recurrence of sarcoma, and no useful biomarkers are available for tumor monitoring. The
aim of the present study was to identify fibroblasts.

Serum miRNA expression may represent a novel diagnostic target for monitoring of highly aggressive
sarcoma. Furthermore, exosomal miRNA could act as a transfer messenger to adjacent cells and mediate
the infiltrative nature of sarcoma, revealing a crosstalk between tumor cells and normal cells in

the tumor microenvironment.
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Characterization of microRNA profiling in the serum of myxofibrosarcoma patients
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Circulating microRNA-1260b as novel biomarkers for Myxofibrosarcoma promote invasion to modulate
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