©
2017 2019

Elucidation of the causative gene of developmental dysplasia of the hip using
Japonica array
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Developmental dysplasia of the hip (DDH) is common in Japanese with a
frequency of approximately 0.3%. About 80% of patients with osteoarthritis of the hips (OA) are
caused by DDH. The pain and deformity of the hip joint make walking difficult and the activities of
daily living are significantly impaired. Prevention of OA is important.

The purpose of this study is to elucidate the causative gene of DDH using Japonica array, which is a
genome-wide association analysis tool optimized for Japanese. The data of healthy subjects and

those of DDH patients were compared. As a result of Japonica array analysis, 157 SNPs with a
significantly high frequency in DDH were identified. In particular, it was suggested that the

ubiquinol-cytochrome c reductase complex chaperone (UQCC) 1 gene is involved in the development of
DDH in Japanese.
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