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Elucidation of the mechanism of antitumor effect in inhibition of GGCT
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We performed omics analysis to elucidate the mechanism of anti-tumor effect
in inhibiting the cancer growth-related protein GGCT. Transcriptome analysis using breast
cancer-derived MCF-7 revealed significant changes of expression level of cell cycle-related genes.
In the network of cell cycle, GGCT depletion induced up-regulation of CDK inhibitors (pl5 and p21),
and simultaneous knockdown of pl5 and/or p2l recovered the cell cycle arrest, and rescued the
subsequent growth inhibition. Further analysis revealed the activation of TGFp -SMAD signaling
pathway associated with induction of CDK inhibitors, was one of anti-tumor mechanisms on GGCT

depletion.
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