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Exploration of novel pathogens for prostate cancer
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To identify pathogen for prostate cancer, we investigated the transcriptomes
of human prostate samples using whole-genome next generation sequencing. RNA-seq analysis
identified four bacteria as candidate pathogens, which included Moraxella osloensis, Uncultured
chroococcidiopsis, Cutibacterium acnes, and Micrococcus luteus. We performed PCR, direct sequencing,
or immunohistochemistry to validate these candidate pathogens. Interestingly, C. acnes were more
frequently found in prostatic intraepithelial neoplasia (PIN), which prompted us to hypothesize that
C. acnes might play a critical role in the transition from normal epithelium to PIN.
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forward, 5"-ccattagcctctcctccctg-3' ; reverse, 5"-accaaggcgacgatctgtaa-3
Uncultured chroococcidiopsis forward, 5"-atgaggtgtggttaggggtg-3"; reverse,
5"-ggtctgggctgtttctctct-3’ Micrococcus luteus forward, 5"-tctgcaggtaccgtcacttt-3°;

reverse, 5"-gatacggcccagactcctac-3
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