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Based on HPV type-specific data from 135 women with invasive cervical cancer

(ICC), we confirmed the prognostic impact of HPV genotypes on ICC. To address this mechanism, we
analyzed genome variations of HPV16 (n=100), HPV18 (n=87), HPV52 (n=52) and HPV58 (n=48) detected
from Japanese women with ICC or cervical intraepithelial neoplasia grade 1-3 (CIN1-3).
Interestingly, viral genome variations were significantly associated with cervical carcinogenesis
for HPV16, but not for HPV18, HPV52 or HPV58. These data suggested that intratypic variations may
elevate the carcinogenicity of HPV16. However, we did not clarify the mechanism by which HPV
genotypes may contribute to prognoses and histology of ICC.
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