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Identification of drug-resistance related RNA networks in head and neck squamous
cell carcinoma cells
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microRNAs EmiRNAs) are a class of functional noncoding RNAs, and aberrant
expression of miRNAs is closely related to cancer pathogenesis. One unique feature of miRNAs is that
a single miRNA controls the expression of many transcripts. In this study, we focused on both
strands of the miR-99a-duplex (miR-99a-5p: the guide strand, and miR-99a-3p: the passenger strand)
based on our miRNA signature in HNSCC. Ectopic expression of these miRNAs into cancer cells revealed
that both miRNAs significantly blocked cancer cell migration and invasive abilities, suggesting
miR-99a-5p and miR-99a-3p acted as antitumor miRNAs in HNSCC cells. Furthermore, we screened
miR-99a-3p controlled oncogenes involved in HNSCC pathogenesis. Thirty-two genes were identified as
miR-99a-3p-regulated genes, and 10 genes (STAMBP, TIMP4, TMEM14C, CANX, SUV420H1, HSP90B1, PDIA3,
MTHFD2, BCAT1, and SLC22A15) significantly predicted 5-year overall survival.
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