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Elucidation of oxidative stress resistance mechanisms in head and neck cancer
using novel redox-related fluorescent probes
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We applied ?Glu—HMRG, a probe for detecting GGT activity, to head and neck
carcinoma resected specimens, and fluorescence was detected in about half of the specimens.
Comprehensive RNA sequencing and pathway analysis of the head and neck cancer resected specimens
showed that GGT1, a major subtype of GGT, was highly expressed in about half of the specimens. In
the high GGT1 group, FGF21 was highly expressed and PI3K pathway was activated. In addition, GGT1
was highly expressed in Detroit562 cells derived from head and neck cancers, where the PI3K pathway
is activated, suggesting a relationship between GGT1 activity and the PI3K pathway.
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