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various obstructive types and gene expression
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In this study, we narrowed down candidates, which may be related to the
pathogenesis and pathogenesis of biliary atresia in the comprehensive analysis so far, to four
microRNAs by quantitative RT-PCR. As a result of investigating factors such as the four microRNAs,
the age of initial surgery, disease type, and the clinical course, we found that cases can be
stratified by the prognosis and the expression of intrahepatic microRNAs.

Therefore, we confirmed that the expression of intrahepatic microRNA has important significance in

various pathological conditions of biliary atresia.
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A relationship between microRNA expression and clinical course in biliary atresia
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