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Elucidation of the mechanism of dental pulp regeneration focusing on the
function of progenitor cells by novel marker analysis
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This study was initiated to focus on the functions of progenitor cells,
which have not been analyzed separately from dental pulp stem cells, and to elucidate the mechanism
of dentin/pulp complex regeneration through the interaction between progenitor cells and stem cells.

In this study, based on a heterogeneous cell population isolated from a single dental pulp, we
performed an original analysis combining cell characteristics and comprehensive gene expression
analysis using single cell-derived clones and newly identified 9 candidate genes for stem cell
markers and 5 candidate genes for progenitor cell markers. We also validated the expression of each

candidate marker gene in the dental pulp cell population and narrowed down the list of useful
candidate genes.
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