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Elucidation of pathogenic factors possessed by bacterial flora of Osteomyelitis
of the jaw, and proposal of novel therapeutic strategies.

Michi, Yasuyuki
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The RNA:DNA ratio of bacteria was analyzed to identify bacteria possessing
high activity in lesions of osteomyelitis of the jaw. DNA and RNA were extracted from bone samples
and bacterial composition based on 16S rRNA genes was obtained. 8 phylum were predominant, but their

composition varied from sample to sample. Diverse compositions were also observed at the genus
level: the RNA:DNA ratios of Actinomyces and Fusobacterium were found to be extremely high in
diseases that did not show osteogenesis but were not exposed to the oral cavity. Although these
genera have not previously been considered as major pathogens of osteomyelitis of the jaw, our
results suggest that they may be involved in the etiology of osteomyelitis of the jaw.
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