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Identification of tissue-specific somatic mosaicism in cleft lip and palate
using whole exome sequencing

SUZUKI, Satoshi
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Exome analysis was performed using leucocyte-derived DNA from 20 patients
with cleft lip and palate stored in our institutional gene banking. We also performed exome sequence
on the both lip skin tissue obtained by surgery. The reading depth of the analysis was set to
150-200 depth, and the sequence used the pairwise method. The analysis accuracy was more than 98%
and the results were reliable. The average SNPs were found in the analysis was 434928.05 from

leukocytes and 438651.55 from tissues. Therefore, 3723.5 somatic mosaic mutations were confirmed per
sample in the lip soft tissue.
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