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Metagenomic gpﬁroach in the investigation of oral microbial communities
associated with the Behcet's desease
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We explored the involvement of oral bacteria in Behcet"s diseases using
metagenomic analysis. In the previous study, it has been reported that Prevotella histicola and
Bifidobacterium dentium are frequently detected in Behcet"s disease patients with oral ulcers, but
no significant difference at the genus level and in the number of bacterial species was observed in
this study in comparison with healthy control. Similarly, there was no significant difference in the

number of bacterial species and the genus level between patients with sarcoidosis, and
Vogt-Koyanagi-Harada disease and those with healthy controls. In addition, we performed (3 -diversity
analysis to verify species diversity, but no significant difference was obtained. Therefore, it is
considered that there is no significant difference in the bacterial flora in saliva between patients
with these diseases and healthy subjects.
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(3) Taxonomic summary



Bifidobacterium concisus Prevotella histicola
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Campylobacter concisus,
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Veillonella Streptococcus Prevotella

Veillonella Streptococcus Prevotella

|
|
oo m
SN

S1Im el

Noha Seoudi,

Fortunel,

recurrent aphthous stomatitis, J Oral Microbiol.

Lesley A. Bergmeier, Francis Drobniewski,

Bruce Paster, and Farida

The oral mucosal and salivary microbial community of Behcet’ s syndrome and

7, 2015, 27150.



(UEHARA Osamu)

(00709248) (30110)

(KITAICHI Nobuyoshi)

(40431366) (30110)
(TAKAI Rie)
(50781085) (30110)

(ABIKO Yoshihiro)

(90260819) (30110)

(CHIBA Itsuo)

(50250460) (30110)




