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Analysis of protease and glucanase of Ganoderma lucidum using molecular
biological techniques
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This study focused on protease and glucanase of Ganoderma lucidum. These
enzyme genes were compared and analyzed among multiple strains. As a result of comparing the cDNA
sequences obtained from mRNA, glutamate protease and [ -1,3-glucanase were highly conserved among
the strains. Gene expressions of these enzymes were analyzed during growth stages and the harvest
storage period on the multiple strains.

It was revealed that gene expression of glutamate protease increased in mycelium and primordium of
fruiting body stage of all tested strain. On the other hand, gene expression of B -1,3-glucanase was
decreased in mycelium and primordium of fruiting body stage and increased in post-harvest fruit
body stage in multiple strains.
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