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Polyunsaturated fatty acids (PUFA), representedby fish oil, are a
therapeutic agent for dyslipidemia which suppresses triglyceride synthesis in the liver. PUFA have
various beneficial physiological effects, but their metabolic pathway is still unclear. In previous
study, we successfully established an assay system to analyze the activities of proteolytic
processing of SREBP (sterol regulatory element-binding protein; a key transcription factor for the
regulation of lipogenic enzyme genes) in the liver of living mice by using in vivo imaging system
(IV1S), and clarified the molecular mechanisms by which PUFA selectively suppress SREBP-1, but not
SREBP-2, which is similar in sequence. In this study, we tried to explore the PUFA-responsive
domain on SREBP-1 and to search for interacting new molecules.
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