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changes during pregnancy and healthy parameters of mother and child
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We performed a prospective cohort study of pregnant women, and analyzed the
methylation levels of variably methylated sites, including CPT1A intron 1 and SREBF1 intron 1, which
were previously revealed that lipid-related traits. Although methylation of SREBFl was associated

with BMI and LDL-cholesterol at mid-gestation, this association was attenuated at late gestation,

which was consistent with the metabolic switch from an anabolic to a catabolic state. The BMI
association with CPT1A intron 1 methylation was strengthened at late gestation, which was mediated
by a BMI-dependent change in the lymphocyte proportion. Thus, this study has shown that leukocyte
methylation of the adiposity-related differentially methylated regions is sensitive to the metabolic
and immunological changes that occur during mid-to-late gestation.
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