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Investigation of prehistoric human movement and adaptation to the Ryukyu islands
from the view point of food transportation: genome analysis of Sus scrofa

Takahashi, Ryohei
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To understand prehistoric human movement and adaptation to the Ryukyu
islands, DNA analyses of Sus scrofa, often transported by human as a food resource, were carried
out.

Phylogenetic studies of modern Ryukyu wild boar (RWB) samples from all present habitats show that
all the individuals analyzed are genetically close to each other. This result suggests that modern
RWB is derived from a single unique population. Furthermore, it was revealed that the frequency of
sequence type of RWB varies by locality. This result implies that the genetic structure of RWB
populations is considerably affected by their prolonged geographical isolation from each other.
Ancient DNA analysis revealed that some Sus samples from prehistoric sites in the Ryukyu had
different genetic characteristics from the modern RWB. In light of this result, it was suggested
that Sus with different genetic background from modern RWB was introduced to the Ryukyu Islands
during prehistoric times.
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