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CaMKIl acts as a protein hub to accumulate and activate synaptic proteins

Hosokawa, Tomohisa
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To examine the role of CaMKIl for postsynaptic density (PSD), the activity
of CaMKIl was observed by FRET technology at PSD. We found that actually around half of CaMKII is
already active. Its downstream substrates are also already phosphorylated and decreased by CaMKIlI
inhibitor. We tried non-biased identification for CaMKIl interactor and we got many candidates
including known substrates and interactor.

To examine the significance of this interaction, we tried artificial PSD as the collaboration with
Prof. Zhang, HongKong University Science and Technology. Using this method, we can make PSD like
structure under microscope. Activation of CaMKIl by adding calcium ion resulted in the expansion of
artificial PSD. This result strongly suggests the structural role of CaMKII.
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Structure of monomeric full-length ARC sheds light on molecular flexibility,
protein interactions, and functional modalities.

Hallin EI, Eriksen MS, Baryshnikov S, Nikolaienko O, Gredem S,
Hosokawa T, Hayashi Y, Bramham CR, Kursula P.
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