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Mechanism of transcription termination by RNA polymerase
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RNA polymerase (RNAP) is a huge protein complex that transcribes genetic
information stored on DNA into RNA. During the termination step of transcription, RNAP completes
gene reading and releases the DNA and RNA. The termination step is critical for proper regulation of

gene expression, however, its mechanism is largely unknown.

In this study, we performed cryo-EM structural analysis to elucidate the mechanism by which the Rho
protein induces transcription termination. We first established an in vitro system that
recapitulates Rho-dependent transcription termination. Cryo-EM single particle analysis revealed the
structure of the complex in which the Rho protein binds to RNAP during transcription.

This study contributes to understand the mechanism of transcription termination, which is a basic
cellular process.
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