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Establishing "Architectural RNA" as a novel functional category of noncoding
RNAs
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_This study, along with mg successor”s study, other lab members® studies, and
my collaborator®s studies have collectively enabled the establishment of "architectural RNA" as one
functional category of long noncoding RNAs, which was the final goal of this study.
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t N7 LD 45D 3 OFEIRBHRE S v, BRI G Z FFO 200 ML ED ) v a—F
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(Sasaki et al. PNAS, 2009), & 5H|Z, EWi#H X, FEHRAFEOER E L < K8 ncRNA %
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