(®)
2017 2019

DBC1

Characterization of DBC1 nuclear bodies built around RNAs
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The roles of the component proteins that DBC1 nuclear bodies built around

RNA were intensively studied. First, novel component proteins of DBCl body were identified by
affinity purification mass spectrometry. Second, RNA binding proteins that are essential for nuclear
body formation were identified by siRNA treatment. Moreover, RNA binding domain and proline-rich
domain, predicts the disordered region, were shown to be required for nuclear body formation. It was
detected that the disordered region can cooperate to modulate liquid-liquid phase separation,
suggegtgng this feature underlies the mechanism of the structural roles of the nuclear body built
aroun S.
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