(®)
2017 2019

gtudg_on identification of genes associated with heterosis and application for
reeding.

Kitazaki, Kazuyoshi

3,300,000

F1
F1
F1

Heterosis, which is phenomenon that progeny of varieties of species exhibit
greater various traits than both parents, contributes to produce crops in high yields. However,
mechanisms of heterosis remain unclear. This study analyzed expression of heterosis in sugar beet
during early growth. Phenotypic investigation showed that almost all traits related to biomass of F1

were higher than those of both parents and cell size likely contribute to increase biomass in tap
roots. Relative growth rate is higher in F1 than in parents. As the results of gene expression
analysis by RNA-seq in leaf and tap root, no up-regulation of metabolic pathways explained that
biomass of F1 more increased. These results suggested that there are many genes related to heterosis
in sugar beet during early growth.
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