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Investigation of the relationship between intracellular Mg2+ concentration and
ribosomes
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We investigated the influence of the change of intracellular Mg2+
concentration on the ribosomes. Excess Mg2+ reduced the cellular translational activity and induced
the transcription of rRNA. When decreasing the intracellular Mg2+ concentration, the amount of 70S
ribosome was significantly decreased. These results suggest that the ribosomes which can chelate 25%

of Mg2+ in the cell are involved in the Mg2+ homeostasis.
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