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Engineered production and biosynthesis of mushroom-derived natural products from
the encrypted biosynthetic gene
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Mushrooms are used not only as food but also as traditional natural
medicines (Kampo) and health supplements, and they have been shown to have various effects on the
human body. In this study, we investigated the biosynthesis of mushroom-derived bioactive substances

at the gene, enzyme, and compound levels, respectively. Increased production of bioactive
substances could be accomplished by overexpression of mushroom genes. On the other hand, it was
confirmed that the novel functional molecule obtained by the gene disruption method is a compound
involved in the growth and differentiation of the mushroom. It may be a new tool that can be used
for mushroom cultivation and breeding.
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