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Effect of acetic acid administration on the composition of gut microbiota
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Recently, the evidences have been revealed that short-chain fatty acid
(SCFA) produced by gut microbiota plays important roles in host physiology. The acetic acid intake
helps the prevention of the lifestyle-related disease. Mechanisms underlying the effect may be
caused through the metabolism of acetic acid and the signal transduction of receptors called GPR43.
Aim of this study is to reveal the effect of acetic acid intake on composition of host gut
microbiota. PCR-DGGE using fecal bacterial 16S rRNA gene revealed that the composition of fecal
microbiota from SD-rats which were administered acetic acid was different from that of control rats.

Metagenome analysis of fecal microbiota showed that the abundance of Lactobacillus sp.

significantly increased by intake of acetic acid.
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