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Development of forward and reverse genetic methods of ectomycorrhizal fungi
Lyophyllum shimeji
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The purpose of this study was to develop forward and reverse genetic methods
to establish a basis for molecular genetic research for the ectomycorrhizal fungus Honshimeji
(Lyophyllum shimeji). First, we generated a disrupted strain of the KU80 gene, which is involved in
non-homologous recombination. Using this KU80 disrupted strain as a parent strain, three MAP Kinase
genes (KSS1, (MPK1l, HOG1) and autophagy-related gene ATG8 were successfully disrupted by homologous
recombination. Homologous recombination efficiency was about 92% when the KU80 disruption strain was
used as the parent strain, which was a dramatic increase compared to the wild strain as the parent
strain.
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