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Environmental adaptation of cosmopolitan microorganisms living in deep-sea
hydrothermal environments and the application of insights in the microbial
genetics to evaluation of the ocean current
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The objectives of this study are to understand the environmental adaptation
and the distribution pattern of cosmopolitan microorganisms living in hydrothermal environments, and
to develop the fundamentals for evaluating the ocean currents from the aspect of biological
insights. We have obtained the isolates of cosmopolitan species from the shallow and deep-sea
hydrothermal environments, and have compared their phenotypic characteristics. In addition, in order
to evaluate their distribution pattern, we have analyzed the genetic diversity of the isolates by
MLSA.
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