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Understanding the human infectivity in Tyrpanosoma species
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Human had evolved to acquire the natural immunity against Trypanosoma
infection, called Trypanolytic factor (TLF) in its serum. On the other hand, two Trypanosome species
evolved to acquire the mechanism to combat with human anti-Trypanosome immune system, allowing to

infect humans. To better understand of host-parasite interaction of the Trypanozoon parasite, we
adapted T. evansi parasite into human-serum added media in vitro. Genome-wide transcription analysis
using RNA-seq revealed that, several genes are differentially expressed comparing the original
strain in these human-serum resistant parasite clones. Notably, the expression of HpHbR gene, that
encodes the parasite receptor of TLF was significantly downregulated. This result provided a
possible mechanism of African Trypanosoma to acquire human serum resistance, and proposed the
potential risk of animal-infective Trypanosoma to become an potential zoonotic parasite.
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