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Establishment of control program of bovine leukemia in a local area

Mekata, Hirohisa
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In this study, we confirmed that cattle with very low BLV proviral loads did
not transmit the virus to virus-free cattle under conventional conditions. A BLV-infected bull with
a “ very low proviral load” (i.e., fewer than 100 proviral copies/50 ng of genomic DNA) did not

transmit the virus to any virus-free cattle. However, a BLV-infected bull with a * low proviral
load” (i.e., 100 to 500 copies/50 ng) transmitted the virus to a total of 3 virus-free cattle in 2
out of 5 tests. These results suggest that BLV-infected cattle with “ very low proviral loads” do
not transmit the virus under conventional conditions, while cattle with “ low proviral loads” can
transmit the virus, although at low rates. We believe that the results of this study will promote
the construction of effective measures to prevent BLV infection and control the spread of BLV.
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