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Human APOBEC3G gASG) protein deaminates a cytosine within minus DNA of HIV,
and thereby restricts the infectivity of viral-infectivity-factor (Vif)-deficient HIV strains. A3G
comprises a catalytically inactive N-terminal domain (NTD) and an active C-terminal domain (CTD).
HIV Virion infectivity factor (Vif) protein completely suppresses A3G. Vif is an intrinsically

disordered protein, forming a five-membered complex (Vif complex) by hijacking the components of
four human proteins. Vif reportedly binds to NTD of A3G, ubiquitinates CTD of A3G, then degrades A3G
through ubiquitin-proteasome proteolysis

In this study one protein was selectively isotope labeled for NMR study. It was also found that Vif
complex directly inhibit deamination activity of A3G. To understand the mechanism, the interaction
between A3G, Vif complex, and ssDNA were investigated. The interaction between A3G CTD and Vif
complex, including human proteins would be important for A3G inhibition.
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