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Identification of genes required for spermatogonial stem cell differentiation
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In this study, we performed genome-wide transcriptome and epigenome analyses
to understand the proliferation and differentiation mechanisms of spermatogonial stem cells (SSCs)
in mammals. We collected mouse SSCs and progenitor spermatonia from mouse testis and analysed mRNA
and DNA methylation status at the single cell level (M&T-seq). We found that SSCs are potentially
heterogeneous with subpopulations showing different transcription and methylation status.
Furthermore, from histological and histone modification analyses, we found that a histone
methyltransferase Kmt2b plays an essential role for SSC differentiation.
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