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Assembly mechanism of the influenza virus genome
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Influenza virus has an eight-segmented RNA genome. Therefore, viral
superinfection can generate a hybrid virus by a reassortment of RNA segments. The genetic
reassortment is the cause of the emergence of a new strain of human influenza virus causing a
pandemic infection. However, the assembly mechanism of the genomic RNA in the virus-infected cells
remains unknown.

In this study, to elucidate how the viral genomic RNA is assembles, the ultrastructures of the
infected cells were examined by using various microscopic techniques. It was shown that RNA segments
are located on the recycling endosomes at high densities, which furthers our understandings of the
transportation and assembly mechanism of influenza viral genome.
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