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Measurement of mitochondrial mRNA polyadenylation as a evaluation method for
mitochondrial function

Aihara, Masamune
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Decreasing in mitochondrial function is associated with various diseases and
aging, but its functional evaluation is not widely used because samples used for the test are
collected in an invasive manner. As an alternative method used small sample volume, we evaluated the
quantitative analysis of mitochondrial mRNA polyadenylation elongated using ATP as a substrate. We
confirmed that the mitochondrial mRNAs were polyadenylated shorter in cultured cells with reduced
mitochondrial function, as well as its expression levels were partly altered.
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Drosophila protease CIpXP specifically degrades DmLRPPRC1 controlling mitochondrial mRNA and
translation
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