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For exploratory research aimed at regulatory mechanisms of cardiac

hypertrophy through new perspective of RNA metabolism, we applied two genome-wide analyses to reveal
targets of negative regulator of RNA metabolism, Btg2, in cardiomyocytes. We performed RNA sequence

and RNA immunoprecipitation using Btg2 specific antibody coupled with high throughput sequencing
(RIP-seq) to obtain genome-wide binding profiles of Btg2. From these analysis, 52 genes were listed
for candidate Btg2 targeted genes in cardiomyocytes, which are related to metabolism of RNA and
protein synthesis. To perform molecular functional analysis of these candidate genes, we establish
analysis method to measure intracellular calcium dynamics using imaging cytometry. We are now
working on verification of cardiac phenotype and gene expression under hypertrophic stimulation
using zebrafish. These candidate genes through our exploratory research are expected to be new
regulatory factor of cardiac hypertrophy.
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