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Study of differential diagnosis for dilated cardiomyopathy and dilated phase of
hypertrophic cardiomyopathy
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Since dilated cardiomyopathy (DCM) and dilated phase of hypertrophic
cardiomyopathy (dHCM) show similar symptoms of severe heart failure, the risk of sudden death is
higher in dHCM. Thus the differential diagnosis of the two diseases is essential. In this study, to
clearly distinguish DCM and dHCM by biomolecules and establish novel biomarkers that can be used for

definitive diagnosis, biomarker candidate genes for differential diagnosis of DCM / dHCM found from
epigenome analysis of left ventricular tissue were focused and the methylation rate of the CpG
sites were quantified with high accuracy and high sensitivity.
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