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Elucidation of role for autophagy and the activated mechanism of autophagy in
malignant mesothelioma.
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Aim of this study is to clarify the role of autophagy and the activated
mechanism of autophagy in malignant mesothelioma. (1)Gene A was found to suppress autophagy and cell
proliferation in mesothelioma cell lines. We suggested that plural pathway of the mechanism that
regulates autophagy and the cell proliferation signaling pathway in malignant mesothelioma cell

lines, although a detailed study is required.(2)We suggested that p62 may be involved in cell
proliferation and anticancer cisplatin resistance.
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