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Functional analysis of enhancers to dissect differential roles of BMP7 secreted
from distinct sites in kidney.
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Regarding the enhancer regulation for the Bmp7 expression in kidneys, this
study shows that i) the downstream region of Bmp7 does not contain enhancers that are critical for
the normal kidney development; ii) the Bmp7 expression in the adult kidney is limited to only small
population of cells; iii) the CTCF binding sites at the locus for sure critically impinge on the
enhancer regulation; iv) however, the role for the CTCF binding sites specifically in the kidney
cannot be ensured unless the precise position of the enhancer 1s identified and the epigenetic
states around the region are revealed.
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