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Role of GATA-2 in regulating inflammatory cytokine production
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i Heterozygous germline GATA2 mutations induce GATA-2 defici@nc¥ sind(ome,

characterized by monocytopenia, a predisposition to myelodysplasia and acute myeloid leukemia, and a

profoundly reduced dendritic cell (DC) population, which is associated with increased
susceptibility to viral infections. Because patients with GATA-2 deficiency syndrome could retain a
wild-type copy of GATA-2, boosting residual wild-type GATA-2 activity may represent a novel
therapeutic strategy for the disease. Here, we established a screening system to identify GATA-2
activators based on human U937 monocytic cells as a surrogate model of DC progenitor. In conclusion,

our system represents a potential tool for identifying novel regulators of GATA-2, thereby
contributing to the development of novel therapeutic approaches.
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