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Identification and analysis of biomarkers of disease activity and organ
involvement in antineutrophil cytoplasmic antibody-associated vasculitis by
guantitative proteomics
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We identified promising biomarkers of disease activity and organ involvement
in AAV with a targeted proteomics approach. Our analysis demonstrated the effectiveness of TIMP-1
as a marker of AAV disease activity. We identified CD93 and Transketolase as novel markers for
evaluation of renal involvement and renal outcome in AAV. In skin, stomach and renal involvement in
AAV patients, TIMP-1 was expressed in S100-positive mesenchymal cells and CD93 was expressed in
CD31-positive vascular endothelial cells. Soluble form of CD93 induced the productions of TNF-a ,
IL-6 and IL-8 from local macrophages in a concentration dependent manner.
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