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We identified a rare, functionally harmful missense mutation (rs561268447)
identified by exon sequencing of the GAP-43 gene in DNA samples from human autistic patients. An
association analysis of rs561268447 was performed on the mutation in 568 autistic patients, 1,473
schizophrenia patients, and 10,127 controls. However, no significant association with the disease
was confirmed (Arta et al., 2021). We stained Hela cells introduced with the mutation at the
rsb561268447 with anti-GAP43 antibody. As a result, the expression of GAP43 around the nucleus was
lower in the mutagenesis cells than in the wild-type GAP43-introduced cells.
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