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The role of the ABCA7 gene in Alzheimer®s disease
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AD subjects (n=50) and age- and sex-matched healthy controls (n=50) were
recruited. A single nucleotide polymorphism in ABCA7 (rs3764650), methylation rates of CpG sites,
and ABCA7 mRNA expression levels in peripheral blood were examined. Although the distribution of the

rs3764650 polymorphisms and the methylation rates of AD subjects were not significantly different
from those of controls, the ABCA7 mRNA expression levels in AD subjects was significantly higher
than that in controls. Additionally, the ABCA7 mRNA expression levels in AD subjects were
significantly correlated with the cognitive functions and duration of illness. The ABCA7 mRNA
expression levels in peripheral blood may be a marker for early stages of AD and disease progression

regardless of rs3764650 and the methylation rate of its promoter. Additionally, we found that the
ABCA7 mRNA expression levels were higher than control subjects. We reported these findings.
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