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Examination of new therapies targeting alternative splicing abnormalities in
neuropathic pain.
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We found that alternative splicing ?atterns were significantly altered in
the primary sensory neurons of neuropathic pain model animals, and that alternative splicing
abnormalities may contribute to the pathology of neuropathic pain. It was revealed that expression
changes of IncRNA, which is a major regulator of alternative splicing, following nerve injury cause
expression changes of various genes involved in inflammation and neural function. Furthermore, it
was suggested that IncRNA may contribute to neuropathic pain by regulating intracellular
Iﬂcalization of many splicing regulatory proteins in the primary sensory neurons via binding to
them.
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