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Prognostic effect of ABO compatibility between patients and hydatidiform moles
on the incidence of gestational trophoblastic neoplasia
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This study aimed to evaluate the prognostic effect of ABO compatibility

between hydatidiform mole and patients on the incidence of gestational trophoblastic neoplasia
GTN). We determined ABO blood type of molar tissue and patient serum in 129 cases of androgenetic
complete hydatidiform mole by high resolution melting analysis using real-time PCR. The incidence of
GTN was highest in type AB patients (36.4%) and lowest in type O patients (10.8%). Patients with A
and B antigens tended to have higher risk of GTN (p = 0.062, Cochran-Armitage trend test). ABO blood
types of molar tissue and patient serum were compatible in 95 patients (74%) and incompatible in 34
patients (26%). There was no significant difference in the incidence of GTN according to the ABO
compatibility. This study revealed that ABO blood type of molar patients tended to associate with
the occurrence of GTN, although the immunological rejection did not play an important role in this

association.
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