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Relation between the Clostridium which induce regulatory T cells in intestinal
bacteria of women with preterm labor and the pathogenesis of preterm labor.
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We hypothesized that intestinal bacteria and the immune system are related
to the pathogenesis of preterm labor, and analyzed the intestinal microbiota of pregnant women with
threatened preterm labor (TPL). The results showed that the composition of the intestinal microbiota

was different from that of normal pregnant women (NP). In the comparison of bacterial species, the
abundance of several bacterial species significantly differed between two groups. We also
established an assay system in which lymphocytes are analyzed by flow cytometry. Although the causes

of preterm labor are diverse, it has been speculated that early preterm labor is associated with
placental inflammation that is not caused by infection. The results of the study indicate that TPL
women have a different gut microbiota from NP women. In the future, it is expected that the
combination of intestinal microflora analysis and immune system analysis will lead to the
elucidation of the pathogenesis of this disease.
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